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Overhangs on start-stop 


start-CATA/GTAT 


CATA/GTAT-TCCT/AGGA 


TCCT/AGGA-GG/VCCT 


GGA/CCT-TTT/AAA 
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AGG/TCC-CTC/GAG 
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ACCA/TGGT-CCC/GGG 


CCC/GGG-CT/GA 


CT/GA-AAG/TTC 
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TTC/AAG-CCT/GGA 


CCT/GGA-CATC/GTAG 


CATC/GTAG-GGA/CCT 


GGA/CCT-GG/CC 
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AAG/TTC-GA/CT 


GA/CT-GAG/CTC 


GAG/CTC-end 


SEQ 10 NO: 31 
Nucleotide 
location of 
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stop) 


1-43 


48-92 


97-142 1 


146-167 
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250-274 
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456-491 1 
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663-710 1 
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CCC/GGG-CT/GA 
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GA/CT-GAG/CTC I 
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278-323 1 
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546-593 1 
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